
Shared Match Differentiation Quick Guide  (continued…) 

SMD Utility Quick Guide 
 
 

You’ll need: 
 • the SMD Utility, available from: 
  http://www.discoveringnewancestors.com/smd/ 

 • a full set of downloaded DNA matches for:  
o Yourself  
o one of your DNA Matches 
o Shared Matches common to Yourself and your Match 

 
To begin: 
 • open the SMD Utility 
 • click [Enable Macros] when asked. 
 • [OK] the informational dialog 
 
Process: 
 • open the downloaded DNA matches file for Yourself in Excel. 
 • enter your DNA match data into the leftmost columns of the SMD Utility as follows: 

 
 • repeat this data entry process for your Match and your Shared Match using the open 

subject columns of the SMD Utility. 
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 • read the status of your Shared Match Trio from the right side of the SMD Utility. You may 
need to recalculate the sheet if manual recalculation is selected in your Excel 
preferences. 

 

 
 • use the scripted buttons in the upper right corner of the SMD Utility to copy your shared 

match details into the application log and to sort, print and clear the log. 
 • to evaluate another Shared Match, clear any individual (①,	②,	or	③) and repeat the data 

entry process from the previous page. 
 • the SMD Utility can evaluate larger sets of shared matches by breaking n-element 

collections into overlapping shared match trios. 
 
 
Shared Match Differentiation (SMD) and the SMD Utility are patent-pending processes of: 

 
DiscoveringNewAncestors.com 


